Three independent molecules comprise the asymmetric unit of the title compound, C 8 H 9 NO 2 , in which the dihedral angles between the amide group and the benzene ring are 3.0 (2), 4.0 (3) and 3.3 (9) . In the crystal, O-HÁ Á ÁO hydrogen bonds and weak C-HÁ Á ÁN interactions are observed, forming infinite chains along [101] .
Related literature
For background to the biological activity of aromatic amides, see: Saeed et al. (2008); Brunsveld et al. (2001) ; Prins et al. (2001) . For the anti-emetic activity of N-substituted benzamides, see: Vega-Noverola et al. (1989) . For related structures, see: Escalada et al. (2004); Pertlik (1992) . For standard bond lengths, see: Allen et al. (1987) .
Experimental
Crystal data C 8 H 9 NO 2 M r = 151.16 Monoclinic, Cc a = 13.576 (3) Å b = 16.964 (3) Å c = 11.025 (2) Å = 120.11 (3) V = 2196.5 (10) Å 3 Z = 12 Mo K radiation = 0.10 mm À1 T = 100 K 0.42 Â 0.28 Â 0.22 mm
Data collection
Agilent Xcalibur diffractometer with a Ruby (Gemini Cu) detector Absorption correction: multi-scan (CrysAlis PRO and CrysAlis RED; Agilent, 2012) T min = 0.634, T max = 1.000 4810 measured reflections 2802 independent reflections 2545 reflections with I > 2(I) R int = 0.015 Refinement R[F 2 > 2(F 2 )] = 0.059 wR(F 2 ) = 0.192 S = 1.10 2802 reflections 305 parameters 2 restraints H-atom parameters constrained Á max = 0.58 e Å À3 Á min = À0.56 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: CrysAlis PRO (Agilent, 2012); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL2012 (Sheldrick, 2008); molecular graphics: OLEX2 (Dolomanov et al., 2009); software used to prepare material for publication: OLEX2.
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antiemetic activity (Vega-Noverola et al., 1989) . The crystal structure of N-methylbenzamide, viz., 2,3-dihydroxy-Nmethylbenzamide monohydrate has been reported (Escalada et al., 2004) . Also the crystal structures of 2-hydroxy-Nmethylbenzamide and 2-hydroxy-N-methylthiobenzamide have been published (Pertlik, 1992) . In view of the importance of aromatic amides, we report the crystal structure of the title compound, C 8 H 9 NO 2 , (I).
In (I), three independent molecules (A, B. C) crystallize in the asymmetric unit ( Fig. 1 ). Bond lengths are in normal ranges (Allen et al., 1987) . The dihedral angle between the amide group and the benzene ring is 3.0 (2)°, 4.0 (3)° and 3.3 (9)°, respectively. In the crystal, O-H···O hydrogen bonds and weak C-H···N intermolecular interactions are observed (Table 1) forming infinite 1-D chains along (101) and contribute to packing stability (Fig. 2) . The closest intercentroid distance between two π-ring systems is 5.214 (6) Å.
Experimental 4-Hydroxybenzoyl chloride (1.56 g, 0.01 mole) and methylamine (0.31 g, 0.01 mole) were dissolved in 20 ml methanol and stirred at room temperature for 3 h (Fig. 3 ). Then the reaction mass was poured into 50 ml ice cold water. The solid obtained was filtered and dried. Single crystals were grown from acetone by the slow evaporation method with a yield of 76%. (m.p. 395 K). Analytical data: Found (Calculated): C % : 63.54 (63.56); H% : 5.98 (6.00) ; N% : 9.21 (9.27).
Refinement
All of the H atoms were placed in their calculated positions and then refined using the riding model with Atom-H lengths of 0.93Å (CH), 0.96Å (CH 3 ), 0.86Å (NH) or 0.82Å (OH). Isotropic displacement parameters for these atoms were set to 1.2 (CH, NH) or 1.5 (CH 3 , OH) times U eq of the parent atom. Aromatic/amide H refined with riding coordinates: N1A(H1AA), C1A(H1AB), C2A(H2A), C4A(H4A), C5A(H5A), N1B(H1BA), C1B(H1BB),C2B(H2B), C4B(H4B), C5B(H5B), N1C(H1CA), C1C(H1CB), C2C(H2C), C4C(H4C), C5C(H5C). Idealised Me refined as rotating group: C8A(H8AA,H8AB,H8AC), C8B(H8BA,H8BB,H8BC), C8C(H8CA,H8CB,H8CC). Idealised tetrahedral OH refined as rotating group: O1A(H1A), O1B(H1B), O1C(H1C). (6) Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
Computing details

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
